SEQUENCE LISTING 
<110> Neufeld, Gera 

<120> A VEGF VARIANT THAT LACKS VEGFR-1 BINDING ABILITY AND ITS USE IN 
PROMOTION OF RE-ENDOTHELIZATION AND PREVENTION OF INSTENT 
RESTENOSIS 

<130> 29432 

<160> 8 

<170> Patentin version 3.2 

<210> 1 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 1 



gcacccatgg 


cagaaggagg 


agggcagaat 


catcacgaag 


tggtgaagtt 


catggatgtc 


60 


tatcagcgca 


gctactgcca 


tccaatcgag 


accctggtgg 


acatcttcca 


ggagtaccct 


120 


gatgagatcg 


agtacatctt 


caagccatcc 


tgtgtgcccc 


tgatgcgatg 


cgggggctgc 


180 


tgcaatgacg 


agggcctgga 


gtgtgtgccc 


actgaggagt 


ccaacatcac 


catgcagatt 


240 


atgcggatca 


aacctcacca 


aggccagcac 


ataggagaga 


tgagcttcct 


acagcacaac 


300 


aaatgtgaat 


gcagaccaaa 


gaaagataga 


gcaagacaag 


aaaaaaaatc 


agttcgagga 


360 


aagggaaagg 


ggcaaaaacg 


aaagcgcaag 


aaatcccggt 


ataagtcctg 


gagcgtatgt 


420 


gacaagccga 


ggcggtga 










438 



<210> 2 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 2 



gcacccatgg 


cagaaggagg 


agggcagaat 


catcacgaag 


tggtgaagtt 


catggatgtc 


60 


tatcagcgca 


gctactgcca 


tccaatcgag 


accctggtgg 


acatcttcca 


ggagtaccct 


120 


gatgagatcg 


agtacatctt 


caagccatcc 


tgtgtgcccc 


tgatgcgatg 


cgggggctgc 


180 


tgcaatagcg 


agatgagaga 


gtgtgtgccc 


actgaggagt 


ccaacatcac 


catgcagatt 


240 


atgcggatca 


aacctcacca 


aggccagcac 


ataggagaga 


tgagcttcct 


acagcacaac 


300 


aaatgtgaat 


gcagaccaaa 


gaaagataga 


gcaagacaag 


aaaaaaaatc 


agttcgagga 


360 


aagggaaagg 


ggcaaaaacg 


aaagcgcaag 


aaatcccggt 


ataagtcctg 


gagcgtatgt 


420 


gacaagccga 


ggcggtga 










438 



<210> 3 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Ala Pro Met Ala Glu Gly Gly Gly Gin Asn His His Glu Val Val Lys 
15 10 15 



Phe Met Asp Val Tyr Gin Arg Ser Tyr Cys His Pro lie Glu Thr Leu 
20 25 30 



2 



Val Asp lie Phe Gin Glu Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys 
35 40 45 



Pro Ser Cys Val Pro Leu Met Arg Cys Gly Gly Cys Cys Asn Asp Glu 
50 55 60 



Gly Leu Glu Cys Val Pro Thr Glu Glu Ser Asn lie Thr Met Gin lie 
65 70 75 80 



Met Arg lie Lys Pro His Gin Gly Gin His lie Gly Glu Met Ser Phe 
85 90 95 



Leu Gin His Asn Lys Cys Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg 
100 105 110 



Gin Glu Lys Lys Ser Val Arg Gly Lys Gly Lys Gly Gin Lys Arg Lys 
115 120 125 



Arg Lys Lys Ser Arg Tyr Lys Ser Trp Ser Val Cys Asp Lys Pro Arg 
130 135 140 



Arg 
145 



<210> 4 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Ala Pro Met Ala Glu Gly Gly Gly Gin Asn His His Glu Val Val Lys 
15 10 15 



Phe Met Asp Val Tyr Gin Arg Ser Tyr Cys His Pro lie Glu Thr Leu 
20 25 30 



Val Asp lie Phe Gin Glu Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys 
35 40 45 



Pro Ser Cys Val Pro Leu Met Arg Cys Gly Gly Cys Cys Asn Ser Glu 
50 55 60 



Met Arg Glu Cys Val Pro Thr Glu Glu Ser Asn lie Thr Met Gin lie 
65 70 75 80 



Met Arg lie Lys Pro His Gin Gly Gin His lie Gly Glu Met Ser Phe 
85 90 95 



Leu Gin His Asn Lys Cys Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg 
100 105 110 



Gin Glu Lys Lys Ser Val Arg Gly Lys Gly Lys Gly Gin Lys Arg Lys 
115 120 125 



Arg Lys Lys Ser Arg Tyr Lys Ser Trp Ser Val Cys Asp Lys Pro Arg 
130 135 140 



3 



Arg 
145 



<210> 5 

<211> 27 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 

<400> 5 

cgggatccga aaccatgaac tttctgc 27 

<210> 6 

<211> 46 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 

<400> 6 

tcctcagtgg gcacacactc tctcatctcg ctattgcagc agcccc 46 

<210> 7 

<211> 31 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Single strand DNA oligonucleotide 

<400> 7 

gagtgtgtgc ccactgagga gtccaacatc a 31 

<210> 8 

<211> 28 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Single strand DNA oligonucleotide 



<400> 8 

ggggtacccc tcaccgcctc ggcttgtc 



28 



